Supplemental Experimental Procedures

Bisulfite sequencing
Unmethylated cytosine was converted to uracil by sodium bisulfite using the EpiTect Bisulfite Kit (Quiagen). Two µl of the converted samples were used as PCR template for amplification with primers designed with the online tool Bisearch. PCR products were sequenced using a BI 3130xl Genetic Analyzer (Applied Biosystems).
nChIP
Native chromatin immunoprecipitation was performed as previously described (Schor et al., 2009 ). For each immunoprecipitation we used 10 µg of H3K9me2 (07-441) antibody from Millipore or 5 µg of H3total (07-690) antibody from Millipore. Protein A agarose beads, pre-blocked with salmon sperm (Millipore), were used to recover the immuno-complexes. DNA was purified using QIAquick purification kit (QIAGEN) and quantitative PCR analysis was performed using SYBR green.
Immunoprecipitated chromatin was normalized to input chromatin, and H3 total amount. All primer sequences and real time PCR conditions are available upon request.
